Ironic as it may seem, the moderately halophilic enteropathogen Vibrio parahaemolyticus is not an important etiological agent of diarrhea in the coastal states of India. In a multicentric project conducted by the Indian Council of Medical Research, it was found that the incidence of diarrhea due to V. parahaemolyticus in selected coastal areas was <1% (12) . However, in Calcutta, an inland area located about 80 km inshore from the Bay of Bengal, this halophilic organism constitutes one of the major health hazards, with a detection rate ranging from 3.5 to 23.9% of the acute hospitalized diarrhea cases during different months (12) .
Environmental surveys in India have shown the widespread distribution of V. parahaemolyticus in estuarine and coastal milieus (9, 11) and in freshwater environments of Calcutta (5, 15) . Being a halophilic organism, V. parahaemolyticus occurring in freshwater systems remains inexplicable, although recent studies indicate that the survival of the halophile in such alien environments is greatly aided by its association with a biological host, particularly fish (14) . Over the past 7 years, we have conducted several independent investigations on the distribution of V. parahaemolyticus in different aquatic bodies in India. This study collates the data acquired so far on the serotypes of the environmental isolates, with the objectives of describing the spatial serotypic distributional pattern of the organism and comparing the occurrence of serotypes in various aquatic environments.
Isolates of Vibrio parahaemolyticus serotyped in this study represent (1983) (1984) ) from a variety of freshwater environments located in the vicinity of Calcutta (longitude, 88°20'E; latitude 23°32'N). These strains were identified and characterized as described earlier (8, 10) (4) and from index cases and carriers (16) A significant piece of information stemming from this study was the prevalence of similar serotypes of V. parahaemolyticus in vastly heterogeneous environs. The uniform distribution of serotypes in estuarine and mangrove realms is to be expected since these are brackish water environments and are the natural ecological niche of the halophile. However, the occurrence of similar serotypes in freshwater environments is intriguing and is in contrast to the earlier belief that the halophile is excluded from such areas due to negligible salinity. More intriguing, perhaps, is that in an area such as Calcutta, where gastroenteritis caused by V. parahaemolyticus is of a high order, where human carriage of this organism in communities is also high, and where there is large-scale interaction between humans and the environment, the enteropathogenic serotypes yet remained elusive in the environment. Apparently some serotypes of V. parahaemolyticus can survive and proliferate better in natural environs than others can.
Serotypes and the Kanagawa phenomenon of the environmental isolates of V. parahaemolyticus suggest that these strains are just another innocuous component of the heterotrophic microbial flora and do not present any significant health risk. The Kanagawa-positive isolates are far too few in the environment as evidenced in this study. Are these supposedly virulent strains of V. parahaemolyticus excluded by the environment or is their ecological niche restricted to the human gastrointestinal system? These are important areas toward which future research on this organism should be directed.
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